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A Collaboration between UQ and Pfizer Research

A The modelling and analysis of:
I large-scale proteirprotein interactions (PPI)

I uncover interactions between (disease state) phenotypt
and biological networks
-> drug discovery and toxicity effects
A Current PPI networks have only sparse coverage
the actualinteractome

A Inferencingand network metaanalysis necessary
I to rank interactions and infer network activity
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