
A Scale-Out RDF Molecule Store for 
Reasoning Across Large Scale 

Biomedical Datasets

Jane Hunter
University of Queensland 1



Agenda

ÅBackground and Motivation

ÅOntology Development and Data Integration

ÅScale-Out Architecture

ÅRDF Molecules and Extensions

ÅEvaluation

ÅConclusions

2UK eScience AHM, Sept 2008



BioMANTA

ÅCollaboration between UQ and Pfizer Research

ÅThe modelling and analysis of:
ïlarge-scale protein-protein interactions (PPI)

ïuncover interactions between (disease state) phenotypes 
and biological networks

-> drug discovery and toxicity effects

ÅCurrent PPI networks have only sparse coverage over 
the actual interactome

ÅInferencingand network meta-analysis necessary 
ïto rank interactions and infer network activity
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